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I . Amp I i f i cat i on pr imers 

TGL 105: 5 ' -TTCTTCTTGCATCTATGTTCG-3 ' 
TGL 106: 5'-TTAAGCACCACCACAGGTCCT-3' 

II. Polymorphism detection primers 

TGL 182: 5 ' -GCCTTGGCGTTGTAGAA-3 ' 
TGL 166: 5 ' -AGAGAAACAATTTCAAG-3 ' 

III. Target sequence 

5 • ... T TTCTTCTTG CATCTATGTT CG TTTTTTCT ATTGCTACAA 40 

TGL 105 

ATGCCTATGC ACGGCCTGAC TTCTGCCTAG AGCCTCCATA 80 

c 

TACGGGTCCC TGCAAGGCCA GAATTATCAG ATA /TTTCTAC 120 

AACGCCAAGG C TGGGCTCTG CCAGACCTTT GTATATGGTG 160 
- TGL 182 

GCTGCAGAGC TA AGAGAAAC AATTTCAAG A /G GCGCAGAGGA 200 
TGL 166 

rTftPATH AGG ACCTGTGGTG GTGCTTAA GG GCCCCCGGGAA . . 3 ' 240 

— - - - TGL 106 

IV. Polymorphisms 

Plasmid Nucleotide 114 Nucleotide 190 
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